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CRF E#rs Corrected by the STIC Systen 3ranch 

Processing Date! 

>C C^fe, Edited by: r\, 

— u - - Verified by: ' w 



(STIC staff) 



Changed the margins in cases where the sequence text was "wrapped" down to the next line. 
Edited a format error in the Current Application Data section, specifically. 



Edited the Cunent Application Data section with the actual cunent number. The number inputted by the 
applicant was □ the prior application data; or □ other ■ 

Added the mandatory heading and subheadings for "Cunent Application Data". 

Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 
Changed the spelling of a mandatory field (the headings or subheadings), specifically: 



□ Conected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 



Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NOs edited: 



Corrected subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropnate place. 

Inserted colons after headings/subheadings. Headings edited included: 



Deleted extra, invalid, headings used by an applicant, specifically: 



Deleted: ^non-ASCII "garbage" at the beginning/endofjiles; □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as . • 



Inserted mandatory headings, specifically: 



Corrected an obvious error in the response, specifically: 



Edited identifiers where upper case is used but lower case is required, or vice versa. 
Conected an error in the Number of Sequences field, specifically: 



A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (err or 
due to a Patentln bug). Sequences corrected: 



Other: 



'Examiner: The above corrections must be communicated to the applicant in the first Office 

Action. DO NOT send a copy of this form. 
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Asn 


Ser 


He 


He 


Lys 




2 60 




210 










215 










220 












262 


get 


gtt 


ttt 


ggt 


acc 


aaa 


ggt 


ttc 


ttt 


tta 


gaa 


gat 


aag 


aaa 


acg 


aag 


720 


263 


Ala 


Val 


Phe 


Gly 


Thr 


Lys 


Gly 


Phe 


Phe 


Leu 


Glu 


Asp 


Lys 


Lys 


Thr 


Lys 




264 


225 










230 










235 










240 




2 6 0 


ata 


get 


tct 


ace 


aaa 


ate 


tgc 


aac 


aat 


aag 


ata 


etc 


tgg 


ttg 


ata 


tgt 


7 6 8 


2 67 


lie 


Ala 


Ser 


Thr 


Lys 


He 


Cys 


Asn 


Asn 


Lys 


lie 


Leu 


Trp 


Leu 


He 


Cys 




j 6 8 










245 










250 










255 






2 70 


age 


gaa 


ttt 


atg 


tec 


tta 


tgg 


get 


gga 


tec 


aac 


aag 


a a a 


aat 


atg 


aat 


8 1 6 


271 


Ser 


Glu 


Phe 


Met 


Ser 


Leu 


Trp 


Ala 


Gly 


Ser 


Asn 


Lys 


Lys 


Asn 


Met 


Asn 












260 










265 










270 








274 


cag 


agt 


cga 


atg 


gat 


gtg 


tat 


atg 


tea 


cat 


get 


ccc 


act 


ggt 


tea 


tea 


8 e 4 


275 


Gin 


Ser 


Arg 


Met 


Asp 


Val 


Tyr 


Met 


Ser 


His 


Ala 


Pro 


Thr 


Gly 


Ser 


Ser 




276 






275 










280 










285 










278 


gta 


cac 


aac 


att 


ctg 


cat 


ata 


aaa 


cag 


ctt 


tac 


cac 


tct 


gat 


gaa 


ttc 


912 


27 9 


Val 


His 


Asn 


He 


Leu 


His 


He 


Lys 


Gin 


Leu 


Tyr 


His 


Ser 


Asp 


Glu 


Phe 




2 8 0 




2 90 










295 










300 












J 8 J 


aga 


get 


tat 


gac 


tgg 


gga 


aat 


gac 


get 


gat 


aat 


atg 


aaa 


cat 


tac 


aat 


9 6 0 


283 


Arg 


A La 


Tyr 


Asp 


Trp 


G 1 y 


Asn 


Asp 


Ala 


Asp 


Asn 


Met 


Lys 


His 


Tyr 


Asn 




284 


30 5 










310 










315 










320 




2 86 


cag 


agt 


eat 


ccc 


ect 


ata 


tat 


gac 


ctg 


act 


g e e 


a tg 


aaa 


gtg 


cct 


act 


1(*M'8 


287 


Gin 


Ser 


His 


Pro 


Pro 


He 


Tyr 


Asp 


Leu 


Thr 


Ala 


Met 


Lys 


val 


Pro 


Thr 




288 










325 










330 










335 






290 


get 


att 


tgg 


get 


ggt 


gga 


cat 


gat 


gtc 


etc 


gta 


aca 


ccc 


cag 


gat 


gtg 


1056 


291 


Ala 


He 


Trp 


Ala 


Gly 


Gly 


His 


Asp 


Val 


Leu 


Val 


Thr 


Pro 


Gin 


Asp 


Val 




-, Q n 








340 










345 










350 








294 


gee 


agg 


ata 


etc 


cct 


caa 


ate 


aag 


agt 


ctt 


cat 


tac 


ttt 


aag 


eta 


ttg 


1104 


295 


Ala 


Arg 


lie 


Leu 


Pro 


Gin 


He 


Lys 


Ser 


Leu 


His 


Tyr 


Phe 


Lys 


Leu 


Leu 




296 






355 










360 










365 










298 


cca 


gat 


tgg 


aac 


cac 


ttt 


gat 


ttt 


gtc 


tgg 


ggc 


etc 


gat 


gee 


cct 


caa 


1152 


2 99 


Pro 


Asp 


Trp 


Asn 


His 


Phe 


Asp 


Phe 


Val 


Trp 


Gly 


Leu 


Asp 


Ala 


Pro 


Gin 




3 0 0 




370 










375 










330 












3 0 2 


egg 


atg 


tac 


agt 


gaa 


ate 


ata 


get 


tta 


atg 


aag 


gea 


tat 


tec 






lly4 


3 0 3 


Arg 


Met 


Tyr 


Ser 


Glu 


He 


He 


Ala 


Leu 


Met 


Lys 


Ala 


Tyr 


Ser 








3 0 4 


385 










390 










395 














306 


<210> SEQ ID NO 


: 4 


























307 


<211> LENGTH : 233 


























30 8 


<212> TYPE: 


PRT 




























309 


<213> ORGANISM: 


Homo sapiens 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/ I 0/0 5 6 , 7 4 4 B 



DATE: 08/28/2002 
TIME: 11:52:33 



Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF4\08282002\J056744B.raw 



Please No te; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq*:6; Xaa Pos . 1,2,3,4,6,8,10 
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VERIFICATION SUMMARY DATE: 08/28/2002 

PATENT APPLICATION: US/1 0/0 5 6 , 7 4 4 B TIME: 11:52:33 

Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF4\08282002\J056744B.raw 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



L: 


378 


M 


: 281 


W 


: Numeric Fields not Ordered., 


w -L * 


Sort in 


ascending 


order . 


L: 


379 


M 


281 


w 


: Numeric Fields not Ordered, 


<- »'■'>> 

- * ' ^ 


Sort in 


ascending 


order , 


L: 


380 


M 


258 


w 


• Mandatory Feature missing, 


< "> ' 1 0 v > 


not found 


for SEQ 


IDS : 6 


L: 


382 


M 


281 


w 


Numeric Fields not Ordered, 




Sort in 


ascending 


order ! 


L: 


383 


M 


281 


w 


Numeric Fields not Ordered, 


< ^ n > 

^ U ^ *^ 


Sort in 


ascending 


order ! 


L : 


384 


M 


258 


w 


Mandatory Feature missing, 


<220> 


not found 


for SEQ 


ID# : 6 


L: 


386 


M 


281 


w 


Numeric Fields not Ordered, 


<221> 


Sort in 


ascending 


order ! 


L: 


387 


M 


281 


w 


Numeric Fields not Ordered, 


^ -i n o 

^rf ^ ^ 


Sort in 


ascending 


order ! 


L: 


388 


M 


258 


w 


Mandatory Feature missing, 


<220> 


not found 


for SEQ 


ID# : 6 


L: 


393 


M 


281 


W' 


Numeric Fields not Ordered, 


<221> 


Sort in 


ascending 


order ! 


L: 


394 


M 


281 


W: 


Numeric Fields not Ordered, 


V. ^ 


Sort in 


ascending 


order ! 


L: 


395 


M 


258 


W: 


Mandatory Feature missing, 


<220> 


not found 


for SEQ 


ID# : 6 


L: 


398 


M 


341 


W: 


(46) "n" or "Xaa" used, for 


SEC ID#:6 after pos . : 0 
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